                                    








Anhang


Vollständige Tabelle (in alphabetischer Reihenfolge) der 470 durch E2F1 positiv regulierten Gensequenzen  der Mikroarrayanalyse:

	Symbol
	Gene Bank Accession #
	Unigene Cluster
	Signalintentsität*   


	Beschreibung

	1D12A
	L17325
	278
	4.97
	pre-T/NK cell associated protein

	ABT1
	ai468953
	109428
	2.79
	TATA-binding protein-binding protein

	acap1
	nm_014716
	108947
	3.42
	KIAA0050 gene product

	ACCN2
	u78180
	274361
	2.48
	amiloride-sensitive cation channel 2, neuronal

	adam15
	u41767
	92208
	4.82 
	a disintegrin and metalloproteinase domain 15 (metargidin)

	ADRB3
	ai276134
	2549
	2.54
	adrenergic, beta-3-, receptor

	AHSG
	av649810
	75430
	2.90
	alpha-2-HS-glycoprotein

	ALDH4A1
	NM_003748
	77448
	2.42
	aldehyde dehydrogenase 4 (glutamate gamma-semialdehyde dehydrogenase; pyrroline-5-carboxylate dehydrogenase)

	ALOX12
	AF143883
	1200
	3.91
	arachidonate 12-lipoxygenase

	ANGPT1
	d13628
	2463
	2.23
	angiopoietin 1

	ANXA11
	bf207899
	75510
	2.63
	annexin A11

	AP1G2
	ai243593
	8991
	2.38
	adaptor-related protein complex 1, gamma 2 subunit

	AP3B1
	u81504
	155172
	3.05
	adaptor-related protein complex 3, beta 1 subunit

	AP3B2
	af022152
	21022
	2.77
	adaptor-related protein complex 3, beta 2 subunit

	APBB2
	u62325
	296366
	2.72
	amyloid beta (A4) precursor protein-binding, family B, member 2 (Fe65-like)

	APT6M8-9
	AA854119
	18434
	4.57
	ATPase, H+ transporting, lysosomal (vacuolar proton pump) membrane sector associated protein M8-9

	AQP7
	aw779701
	25475
	2.45
	aquaporin 7

	ARHGAP4
	x78817
	3109
	17.78 
	Rho GTPase activating protein 4

	ARHGEF2
	ab014551
	155120
	2.05
	rho/rac guanine nucleotide exchange factor (GEF) 2

	ARHGEF9
	ab007884
	54697
	2.29
	KIAA0424 protein

	ARHGEF12
	nm_015313
	6582
	2.52
	KIAA0382 protein; leukemia-associated rho guanine nucleotide exchange factor (GEF)

	ART3
	AI20127
	24976
	3.28
	ADP-ribosyltransferase 3

	ATP1A3
	AL079439
	288721
	10.36
	ESTs

	ATP4B
	nM_000705
	813
	2.07
	ATPase, H+/K+ exchanging, beta polypeptide

	ATP5F1
	ai683107
	814634
	2.94
	ATP synthase, H+ transporting, mitochondrial F0 complex, subunit b, isoform 1

	AVIL
	ai796813
	47344
	2.59
	advillin

	B7
	NM_006992
	155586
	2.82
	B7 protein

	BAD
	AW007022
	76366
	3.54
	BCL2-antagonist of cell death

	BAK1
	AI741331
	93213
	3.05
	BCL2-antagonist/killer 1

	BCAT2
	BE741534
	101408
	3.55
	branched chain aminotransferase 2, mitochondrial

	BID
	AA582021
	172894
	4.65
	BH3 interacting domain death agonist

	BIRC5
	af077350
	1578
	3.06
	baculoviral IAP repeat-containing 5 (survivin)

	BLCAP
	ai691053
	5300
	3.48
	bladder cancer associated protein

	BLu
	AI824983
	167380
	3.96
	BLu protein

	BLZF1
	AW969737
	158205
	5.31
	basic leucine zipper nuclear factor 1 (JEM-1)

	BTN2A2
	al021917
	91813
	3.08
	butyrophilin, subfamily 2, member A2

	c7
	X86328
	78065
	3.55
	complement component 7

	C14ORF4
	ai376143
	179260
	2.36
	chromosome 14 open reading frame 4

	CACNA1S
	AI417964
	1294
	4.38
	calcium channel, voltage-dependent, L type, alpha 1S subunit

	CALU
	av689083
	7753
	2.35
	calumenin

	CAPG
	BE892216
	82422
	3.67
	capping protein (actin filament), gelsolin-like

	CAPN6
	au136176
	169172
	2.17
	calpain 6

	CBFB
	L20298
	179881
	2.65
	core-binding factor, beta subunit

	CBX6
	BE219796
	107374
	6.77
	chromobox homolog 6

	ccnd1
	M73554
	82932
	3.20
	cyclin D1 (PRAD1: parathyroid adenomatosis 1)

	CCNE1
	BE733577
	9700
	4.16 
	Cyclin E1

	CCNE2
	AF091433
	30464
	6.39 
	Cyclin E2

	CCS
	nm_005125
	5002
	3.16
	copper chaperone for superoxide dismutase

	CCT6B
	d78333
	73072
	2.13
	chaperonin containing TCP1, subunit 6B (zeta 2)

	CD9
	m38690
	1244
	2.50 
	CD9 antigen (p24)

	CD37
	aw406508
	153053
	2.61
	CD37 antigen

	CD47
	ai491762
	82685
	2.08
	CD47 antigen (Rh-related antigen, integrin-associated signal transducer)

	CD83
	nm_004233
	79197
	3.30
	CD83 antigen (activated B lymphocytes, immunoglobulin superfamily)

	CDC2L1
	be268611
	183418
	2.27
	cell division cycle 2-like 1 (PITSLRE proteins)

	CDC45L
	AF053074
	114311
	11.55
	CDC45 (cell division cycle 45, S.cerevisiae, homolog)-like

	CDX1
	ai738580
	1545
	2.65
	caudal type homeo box transcription factor 1

	CEP2
	nm_0 7186
	27910
	2.14
	centrosomal protein 2

	CFL2
	be503345
	180141
	2.28
	cofilin 2 (muscle)

	CFLAR
	NM_003879
	195175
	8.25
	CASP8 and FADD-like apoptosis regulator

	CG1I
	af038203
	3850
	2.89
	putative cyclin G1 interacting protein

	CHAF1A
	NM_005483
	79018
	2.11
	chromatin assembly factor 1, subunit A (p150)

	CHC1L
	ak023010
	27007
	3.40
	chromosome condensation 1-like

	CHES1
	u68723
	211773
	3.02
	checkpoint suppressor 1

	CHIT1
	AI097512
	91093
	4.20
	chitinase 1 (chitotriosidase)

	CHUK
	af012890
	198998
	2.75
	conserved helix-loop-helix ubiquitous kinase

	CLU
	M64722
	75106
	4.23
	Clusterin (complement lysis inhibitor, SP-40, 40, sulfated glycoprotein 2, testosterone-repressed prostate message 2, apolipoprotrein J)

	COQ7
	Af098948
	157113
	3.60
	coenzyme Q, 7 (rat, yeast) homolog

	COX6C
	ai568937
	74649
	2.24
	cytochrome c oxidase subunit VIc

	CPB2
	M75106
	75572
	4.64
	carboxypeptidase B2 (plasma)

	CPS1
	aa676489
	50966
	2.43
	carbamoyl-phosphate synthetase 1, mitochondrial

	CRADD
	AI539866
	155566
	2.06
	CASP2 and RIPK1 domain containing adaptor with death domain

	CRSP2
	d79413
	21586
	2.60
	cofactor required for Sp1 transcriptional activation, subunit 2 (150kD)

	CRSP9
	bf207788
	279902
	2.08
	cofactor required for Sp1 transcriptional activation, subunit 9 (33kD)

	CRTAP
	AI434545
	155481
	5.45
	cartilage associated protein

	CYP2C8
	m17398
	174220
	2.45
	cytochrome P450, subfamily IIC (mephenytoin 4-hydroxylase), polypeptide 8

	DDX24
	be409685
	1559869
	2.10
	DEAD/H (Asp-Glu-Ala-Asp/His) box polypeptide 24

	DJ-1
	bf126090
	10958
	4.14
	RNA-binding protein regulatory subunit

	DKFZP434J046
	al133651
	116244
	3.02
	DKFZP434J046 protein

	DKFZP434F091
	aa460671
	30488
	2.50
	DKFZP434F091 protein

	DKFZP566D133
	aw305085
	167031
	2.83
	DKFZP566D133 protein

	DNAJC8
	ai926054
	74711
	2.90
	splicing factor similar to dnaJ

	DNM2
	nm_004945
	167013
	2.73
	dynamin 2

	DOC2A
	bf311314
	57714
	2.33
	double C2-like domains, alpha

	DOCK2
	d86964
	17211
	3.01
	dedicator of cyto-kinesis 2

	DUSP5
	u15932
	2128
	2.50
	dual specificity phosphatase 5

	DUSP11
	aa227899
	14611
	3.52
	dual specificity phosphatase 11 (RNA/RNP complex 1-interacting)

	DVL1
	AF006011
	74375
	2.81
	dishevelled 1 (homologous to Drosophila dsh)

	DYRK3
	y12735
	38018
	2.35
	dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3

	E1B-AP5
	ak021455
	155218
	2.43
	E1B-55kDa-associated protein 5

	EBBP
	ai539776
	241305
	2.42
	estrogen-responsive B box protein

	edg6
	NM_003775
	159543
	4.64
	Endothelial differentiation, G-protein-coupled receptor 6

	EDN1
	NM_001955
	2271
	4.32
	endothelin 1

	EDR2
	be744393
	75878
	2.49
	early development regulator 2 (homolog of polyhomeotic 2)

	EDNRA
	s57498
	76252
	2.07
	endothelin receptor type A

	eif2s3
	BE252813
	211539
	3.85
	Eukaryotic translation initiation factor 2, subunit 3 (gamma, 52kD)

	ENO2
	X51956 
	146580
	2.52
	enolase 2, (gamma, neuronal)

	epac
	BE392782
	8578
	3.73
	Rap1 guanine-nucleotide-exchange factor directly activated by cAMP

	EPIM
	d14582
	99865
	2.91
	epimorphin

	ET(B)R-LP-2
	NM_004767
	132049
	4.50
	Endothelin type b receptor-like protein 2

	ETFA
	ai261936
	169919
	3.31
	electron-transfer-flavoprotein, alpha polypeptide (glutaric aciduria II)

	ETR101
	aw272884
	737
	2.61
	immediate early protein

	ETV6
	ai718342
	169081
	2.32
	ets variant gene 6 (TEL oncogene)

	EXTL1
	nM_004455
	150956
	2.57
	exostoses (multiple)-like 1

	F25965
	be504020
	42514
	2.67
	hypothetical protein F25965

	FAAH
	NM_001441
	326190
	2.78
	fatty acid amide hydrolase

	FABP7
	ai655549
	26770
	2.85
	fatty acid binding protein 7, brain

	FARSL
	d84471
	23111
	3.03
	phenylalanine-tRNA synthetase-like

	fat
	X87241
	166994
	6.53
	FAT tumor suppressor (Drosophila) homolog

	FBXL7
	N68666
	76798
	4.96
	f-box and leucine-rich repeat protein 7

	FEN1
	be278623
	4756
	3.07
	flap structure-specific endonuclease 1

	FGF2
	NM_002006
	56066
	3.99
	Fibroblast growth factor 2 (basic)

	FGFR3
	AI378807
	1420
	4.63
	Fibroblast growth factor receptor 3 (achondroplasia, thanatophoric dwarfism) 

	FHL2
	u29332
	8302
	2.13
	four and a half LIM domains 2

	FLJ11149
	af038172
	37558
	2.38
	hypothetical protein FLJ11149

	FLJ11175
	AL360258
	33368
	3.55
	Hypothetical protein FLJ11175

	FLJ12949
	ak025907
	184519
	3.20
	Homo sapiens cDNA FLJ12949 fis, clone NT2RP2005336, weakly similar to TRICHOHYALIN

	FLJ10486
	aa884787
	173946
	2.49
	hypothetical protein FLJ10486

	FLJ23467
	ak027120
	16179
	2.17
	Homo sapiens cDNA: FLJ23467 fis, clone HSI11213

	FMNL
	nm_005892
	100217
	2.98
	chromosome 17 open reading frame 1B

	FOXI1
	l13203
	87236
	2.39
	forkhead box I1

	FPGT
	af017445
	150926
	2.26
	fucose-1-phosphate guanylyltransferase

	G5B
	R69648
	73527
	2.78
	G5b protein

	ga
	af038170
	3779
	2.28
	breast cell glutaminase

	gaa
	x55079
	1437
	3.45
	glucosidase, alpha; acid (Pompe disease, glycogen storage disease type II)

	GABRA2
	aw043891
	91343
	3.11
	gamma-aminobutyric acid (GABA) A receptor, alpha 2

	GAD2
	x69936
	170808
	3.00
	glutamate decarboxylase 2 (pancreatic islets and brain, 65kD)

	GALT
	nm_000155
	75641
	2.88
	galactose-1-phosphate uridylyltransferase

	GARS
	ac004976
	75280
	2.56
	glycyl-tRNA synthetase

	GATA1
	x17254
	765
	2.07
	GATA-binding protein 1 (globin transcription factor 1)

	GATA4
	NM_002052
	243987
	4.65
	GATA-binding protein 4

	GBP2
	NM_004120
	171862
	4.48
	guanylate binding protein 2, interferon-inducible

	GNAI3
	nm_006496
	73799
	2.06
	guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 3

	GNB2
	ai424097
	91299
	3.28
	PERQ amino acid rich, with GYF domain 1

	GNL1
	BE798151
	83147
	2.79
	guanine nucleotide binding protein-like 1

	GPX1
	bf237880
	76686
	2.21
	glutathione peroxidase 1

	GPX2
	be795731
	2704
	2.46
	glutathione peroxidase 2 (gastrointestinal)

	GTF2A2
	bf035307
	76362
	2.69
	general transcription factor IIA, 2 (12kD subunit)

	H2BFB
	AI183311
	180779
	3.03
	H2B histone family, member B

	HADHB
	nm_000183
	146812
	3.06
	hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-Coenzyme A hydratase (trifunctional protein), beta subunit

	HASJ4442
	be621527
	155020
	2.23
	putative methyltransferase

	HBP17
	nm_005130
	1690
	2.88
	heparin-binding growth factor binding protein

	HDAC2
	au132519
	3352
	2.47
	histone deacetylase 2

	HEP27
	nm_005794
	272499
	2.97
	short-chain alcohol dehydrogenase family member

	HESX1
	BF001626
	171980
	2.64
	homeo box (expressed in ES cells) 1

	HIRIP5
	ai818645
	17368
	2.15
	HIRIP5 protein

	HKR3
	nm_005341
	2364
	2.05
	GLI-Kruppel family member HKR3

	HLA-DMA
	AI494316
	77522
	5.26
	major histocompatibility complex, class II, DM alpha

	HNF4A
	al132772
	54424
	2.61
	hepatocyte nuclear factor 4, alpha

	HNRPAB
	AI277400
	81361
	4.13
	heterogeneous nuclear ribonucleoprotein A/B

	HOXD4
	x17360
	278255
	3.22
	homeo box D4

	HSPA1L
	ai955159
	80288
	2.91
	heat shock 70kD protein-like 1

	HSPA9B
	be273464
	3069
	2.84
	heat shock 70kD protein 9B (mortalin-2)

	HSPA6
	x51757
	3268
	2.42
	heat shock 70kD protein 6 (HSP70B')

	HSU79252
	nm_013298
	240062
	2.79
	hypothetical protein

	I-1
	al117432
	26285
	2.05
	imidazoline receptor candidate

	IDH1
	aa913772
	11223
	2.85
	isocitrate dehydrogenase 1 (NADP+), soluble

	IDI1
	x17025
	76038
	2.02
	isopentenyl-diphosphate delta isomerase

	IFNA2
	V00549
	211575
	7.80
	Interferon, alpha 2

	IL11
	AI128942
	1721
	4.20
	Interleukin 11

	IL1B
	x56087
	126256
	2.40
	interleukin 1, beta

	IL1RL1
	D12763
	66
	2.50
	Interleukin 1 receptor-like 1

	ilf2
	be614422
	75117
	3.97
	Interleukin enhancer binding factor 2, 45kD

	ING1
	AF181849
	46700
	5.27
	inhibitor of growth 1 family, member 1

	IRS1
	NM_005544
	96063
	4.26
	insulin receptor substrate 1

	ISG15
	AI739106
	833
	2.46
	Interferon-stimulated protein, 15 kDa

	isl1
	u07559
	505
	4.83
	ISL1 transcription factor, LIM/homeodomain, (islet-1)

	KAL1
	AA419498
	89591
	4.51
	Kallmann syndrome 1 sequence

	KDELR1
	be387670
	78040
	3.36
	KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 1

	KHK
	nm_006488
	81454
	3.46
	ketohexokinase (fructokinase)

	KIAA0052
	D29641
	278608
	2.10
	KIAA0052 protein

	KIAA0143
	ai040768
	84087
	2.20
	KIAA0143 protein

	KIAA0185
	aa732399
	239499
	2.22
	KIAA0185 protein

	KIAA0189
	D80011
	95140
	4.47
	KIAA0189 gene product

	kiaa0200
	af221759
	76986
	3.39
	KIAA0200 gene product

	KIAA0205
	nm_014873
	3610
	2.39
	KIAA0205 gene product

	KIAA0211
	ai500407
	79347
	2.73
	KIAA0211 gene product

	KIAA0261
	AW402845
	154978
	5.20
	KIAA0261 protein

	KIAA0320 
	AB002318
	150443
	3.83
	KIAA0320 protein

	KIAA0337
	NM_014786
	45180
	2.02
	KIAA0337 gene product

	KIAA0363
	AB002361
	96633
	4.37
	KIAA0363 protein

	KIAA0375
	AW966544
	26951
	4.57
	KIAA0375 gene product

	KIAA0455
	AB007924
	13245
	12.96
	KIAA0455 gene product

	KIAA0500
	aw444959
	118164
	2.03
	KIAA0500 protein

	KIAA0528 
	be220324
	30656
	3.10
	KIAA0528 gene product

	KIAA0546
	AB011118
	26764
	4.36
	KIAA0546 protein

	KIAA0556
	ab011128
	30512
	2.05
	KIAA0556 protein

	KIAA0596
	AB011168
	259729
	4.06
	KIAA0596 protein

	KIAA0623
	ai564164
	151406
	2.95
	KIAA0623 gene product

	KIAA0663 
	W68201
	17969
	5.19
	KIAA0663 gene product

	KIAA0677
	nm_014663
	155983
	2.65
	KIAA0677 gene product

	KIAA0678
	aa931842
	12707
	2.44
	KIAA0678 protein

	KIAA0701
	ai797037
	153293
	2.04
	KIAA0701 protein

	KIAA0710
	be177695
	273397
	2.68
	KIAA0710 gene product

	KIAA0767
	AL096766
	95180
	12.88
	KIAA0767 protein

	KIAA0775
	NM_014726
	94790
	6.41
	KIAA0775 gene product

	KIAA0790
	ab018333
	12002
	3.07
	KIAA0790 protein

	KIAA0792
	ak022505
	119387
	2.67
	KIAA0792 gene product

	KIAA0808 
	ab018351
	184297
	2.73
	KIAA0808 gene product

	KIAA0855
	aa868772
	182982
	2.69
	golgin-67

	KIAA0893
	r58914
	3830
	2.59
	KIAA0893 protein

	KIAA0903
	BE327553
	16218
	9.41
	KIAA0903 protein

	KIAA1046
	aa429863
	89519
	2.61
	KIAA1046 protein

	KIAA1140
	ab032966
	131728
	2.59
	KIAA1140 protein

	KIAA1535
	aa569959
	284171
	2.48
	KIAA1535 protein

	KIF5A
	AL118561
	192760
	4.24
	kinesin family member 5A

	KLRC1
	af023840
	74082
	2.10
	killer cell lectin-like receptor subfamily C, member 1

	KTN1
	z22551
	211577
	2.24
	kinectin 1 (kinesin receptor)

	LAMB3
	al023754
	75517
	3.06
	laminin, beta 3 (nicein (125kD), kalinin (140kD), BM600 (125kD))

	LDB1
	ai052361
	26002
	2.26
	LIM domain binding 1

	LHB
	av751658
	154704
	2.24
	luteinizing hormone beta polypeptide

	LIG3
	nm_013975
	100299
	2.92
	ligase III, DNA, ATP-dependent

	LOC51093
	ai363110
	5056
	2.19
	CGI-41 protein

	LOC51109
	BE047315
	179817
	4.14
	CGI-82 protein

	LOC54550
	ai244349
	140950
	2.28
	hypothetical protein

	LOC55884
	BF110766
	136644
	5.07
	CS box-containing WD protein

	LOC56148
	ai686747
	31809
	2.40
	hypothetical protein

	LSM5
	ak024217
	227280
	3.49
	U6 snRNA-associated Sm-like protein

	luc7a
	AB034205
	3688
	7.63
	Cisplatin resistance-associated overexpressed protein

	LYPLA1
	AI889004
	12540
	4.36
	lysophospholipase I

	MACMARCKS
	be263830
	75061
	3.10
	MARCKS-like protein

	MADD
	u44953
	82548
	2.61
	MAP-kinase activating death domain

	MAP3K5
	nm_005923
	151988
	3.88
	Mitogen-activated protein kinase kinase kinase 5

	MAP3K14
	y10256
	47007
	5.15
	Mitogen-activated protein kinase kinase kinase 14

	MAPK12
	AI862304
	55039
	6.78 
	Mitogen-activated proteinkinase 12

	MAPK14
	Z95152
	79107
	3.66
	Mitogen-activated protein kinase 14

	MAST205
	al040961
	101474
	2.44
	KIAA0807 protein

	MATN1
	nm_002379
	150366
	3.03
	matrilin 1, cartilage matrix protein

	MDS019
	AF182420
	250619
	3.54
	phorbolin-like protein MDS019

	MEN1
	Y12338
	24297
	6.47
	multiple endocrine neoplasia I

	MGB2
	af071219
	97644
	3.39
	mammaglobin 2

	MGC15875
	AI436552
	288673
	6.21
	Homo sapiens cDNA FLJ13408 fis, clone PLACE1001672, weakly similar to PROBABLE AMINOTRANSFERASE T01B11.2 (EC 2.6.1.-)

	MGC2683
	BE741777
	151032
	4.17
	Homo sapiens clone 23856 unknown mRNA, partial cds

	MGC3200
	AW026368
	9088
	3.74
	Homo sapiens mRNA; cDNA DKFZp761F202 (from clone DKFZp761F202)

	MGC4643
	nM_003939
	226434
	2.64
	beta-transducin repeat containing

	MGST3
	AV705554
	111811
	6.28
	microsomal glutathione S-transferase 3

	MIA
	nm_006533
	279651
	3.27
	melanoma inhibitory activity

	MIG-6
	be857934
	11169
	2.07
	Gene 33/Mig-6

	MIPEP
	AA524277
	68583
	2.78
	mitochondrial intermediate peptidase

	MMP16
	NM_005941
	90800
	17.12
	matrix metalloproteinase 16 (membrane-inserted)

	MOCS3
	af102544
	159410
	2.62
	molybdopterin synthase sulfurylase

	MPO
	X15377
	1817
	5.40
	myeloperoxidase

	MRS2L
	af288288
	30057
	2.94
	transporter similar to yeast MRS2

	MS4A1
	m89796
	30
	2.31
	membrane-spanning 4-domains, subfamily A, member 1

	NAB2
	u48361
	159223
	2.03
	NGFI-A binding protein 2 (ERG1 binding protein 2)

	NBL1
	nm_005380
	76307
	3.19
	neuroblastoma, suppression of tumorigenicity 1

	NCF4
	nm_000631
	196352
	2.61
	neutrophil cytosolic factor 4 (40kD)

	NCOR1
	aa936708
	144904
	2.12
	nuclear receptor co-repressor 1

	NDUFB6
	av707962
	109646
	3.35
	NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 6 (17kD, B17)

	NOS1
	U17327
	46752
	3.96
	nitric oxide synthase 1 (neuronal)

	NPFF
	be048069
	104555
	2.01
	neuropeptide FF-amide peptide precursor

	NPY1R
	m84755
	169266
	2.77
	neuropeptide Y receptor Y1

	NUBP1
	w05508
	81469
	2.17
	nucleotide binding protein 1 (E.coli MinD like)

	NUDEL
	af038203
	3850
	2.90
	Homo sapiens clone 23596 mRNA sequence

	ODZ1
	AL022718
	23796
	4.69
	odz (odd Oz/ten-m, Drosophila) homolog 1

	OSF-2
	aw131116
	136348
	3.62
	osteoblast specific factor 2 (fasciclin I-like)

	OSR1
	ab017642
	95220
	2.11
	oxidative-stress responsive 1

	OVOL1
	af016045
	97905
	3.08
	ovo (Drosophila) homolog-like 1

	p115
	N57752 
	288783
	4.44
	vesicle docking protein p115

	p100
	u22055
	79093
	3.35
	EBNA-2 co-actiator (100kD)

	P2RY11
	af030335
	166168
	2.07
	purinergic receptor P2Y, G-protein coupled, 11

	P2Y5
	AI379745
	189999
	3.91
	purinergic receptor (family A group 5)

	PABPC4
	u75686
	169900
	3.31
	poly(A)-binding protein, cytoplasmic 4 (inducible form)

	PACE
	x17094
	59242
	3.19
	paired basic amino acid cleaving enzyme (furin, membrane associated receptor protein)

	PAWR
	AA749295
	176090
	5.99
	PRKC, apoptosis, WT1, regulator

	PCBP1
	ai457666
	2853
	2.09
	poly(rC)-binding protein 1

	pcdh11
	aa865592
	159156
	4.09
	Protocadherin 11

	PCDH20
	af169693
	132892
	2.18
	Homo sapiens protocadherin 13 (PCDH13) mRNA, partial cds

	PCSK7
	be326581
	32978
	2.78
	proprotein convertase subtilisin/kexin type 7

	PDE2A
	u67733
	154437
	2.63
	phosphodiesterase 2A, cGMP-stimulated

	PDZ-73/NY-CO-38
	AB018687
	132945
	3.74
	PDZ-73 protein

	PENK
	AI918759
	93557
	5.25
	proenkephalin

	PEX11B
	ai743597
	83023
	3.14
	peroxisomal biogenesis factor 11B

	PIB5PA
	ac005005
	21492
	2.49
	phosphatidylinositol (4,5) bisphosphate 5-phosphatase, A

	PIGH
	AW629157
	177
	4.32
	Phosphatidylinositol glycan, class H

	pip
	y10179
	99949
	3.44
	prolactin-induced protein

	PLOD
	bf035753
	75093
	2.82
	procollagen-lysine, 2-oxoglutarate 5-dioxygenase (lysine hydroxylase, Ehlers-Danlos syndrome type VI)

	PMM2
	au130288
	154695
	2.19
	phosphomannomutase 2

	POLR2G
	be729377
	14839
	2.47
	polymerase (RNA) II (DNA directed) polypeptide G

	PP15
	X07315
	151734
	3.69
	nuclear transport factor 2 (placental protein 15)

	PPARD
	al022721
	106415
	2.18
	peroxisome proliferative activated receptor, delta

	PPL
	af013717
	74304
	2.61
	periplakin

	PPM1A
	s87759
	57764
	2.19
	protein phosphatase 1A (formerly 2C), magnesium-dependent, alpha isoform

	PPP1R3
	NM_002711
	127614
	4.24
	protein phosphatase 1, regulatory (inhibitor) subunit 3 (glycogen and sarcoplasmic reticulum binding subunit, skeletal muscle)

	PPP1R7
	NM_002712
	36587
	8.08
	protein phosphatase 1, regulatory subunit 7

	PPP2R5B
	av708790
	75199
	3.78
	protein phosphatase 2, regulatory subunit B (B56), beta isoform

	PPT1
	nm_000310
	3873
	2.11
	palmitoyl-protein thioesterase 1 (ceroid-lipofuscinosis, neuronal 1, infantile)

	PRDX2
	bf696224
	146354
	2.29
	peroxiredoxin 2

	pri

	af09848
	194724
	3.08
	pronapsin A

	PRKCABP
	AW157330
	180871
	5.32
	protein kinase C, alpha binding protein

	PRKAR2B
	m31158
	77439
	2.17
	protein kinase, cAMP-dependent, regulatory, type II, beta

	PRMT3
	AI986271
	152337
	4.27
	protein arginine N-methyltransferase 3(hnRNP methyltransferase S. cerevisiae)-like 3

	PRPS2
	NM_002765
	2910
	2.87
	phosphoribosyl pyrophosphate synthetase 2

	PSMA6
	BE881376
	74077
	6.29
	proteasome (prosome, macropain) subunit, alpha type, 6

	PSMB7
	aa206786
	118065
	3.31
	proteasome (prosome, macropain) subunit, beta type, 7

	PSME2
	d45248
	179774
	2.51
	proteasome (prosome, macropain) activator subunit 2 (PA28 beta)

	PTDSS1
	d14694
	77329
	2.09
	phosphatidylserine synthase 1

	PTE1
	X86032
	283476
	4.15
	peroxisomal acyl-CoA thioesterase

	PTER
	ai928486
	129915
	2.67
	phosphotriesterase related

	PTHR1
	nm_000316
	1019
	3.59
	parathyroid hormone receptor 1

	PTOV1
	bf194780
	19555
	2.73
	prostate tumor over expressed gene 1

	PTPNS1
	al034562
	156114
	2.67
	protein tyrosine phosphatase, non-receptor type substrate 1

	PXF
	nm_002857
	168670
	2.24
	peroxisomal farnesylated protein

	RAB22A
	ai086375
	288968
	2.20
	RAB22A, member RAS oncogene family

	RAD51C
	af029669
	11393
	2.52
	RAD51 (S. cerevisiae) homolog C

	RAD52
	U12134
	89571
	10.41
	RAD52 (S. cerevisiae) homolog

	RANBP1
	ai278391
	24763
	2.23
	RAN binding protein 1

	RARB
	aa917936
	171495
	2.17
	retinoic acid receptor, beta

	RCE1B
	af121951
	288626
	3.47
	RCE1, prenyl protein protease (yeast homolog B)

	REN
	AW771390
	3210
	4.39
	renin

	RFC3
	L07541
	115474
	14.2
	Replication factor C (activator 1) 3 (38kD)

	RFNG
	BE250669
	12862
	3.43
	radical fringe (Drosophila) homolog

	rfp2
	nm_005798
	151428
	3.43
	ret finger protein 2

	RGS7
	U32439
	79348
	29.50
	Regulator of G-protein signalling 7

	RGS12
	af030110
	78281
	2.94
	regulator of G-protein signalling 12

	RHBDL
	AJ272344
	137572
	4.24
	rhomboid (veinlet, Drosophila)-like

	RHD
	x63094
	283822
	2.68
	Rhesus blood group, D antigen

	RNASE6PL
	be881018
	8297
	3.35
	ribonuclease 6 precursor

	RP2
	AI824459
	44766
	5.17
	retinitis pigmentosa 2 (X-linked recessive)

	RPL23A
	AA857067
	184776
	6.14
	ribosomal protein L23a

	RPS16
	AI804915
	75227
	4.62
	NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 9 (39kD)

	RPS28
	ai675995
	153177
	2.05
	ribosomal protein S28

	RPS6KA1
	L07597
	149957
	4.05
	ribosomal protein S6 kinase, 90kD, polypeptide 1

	RRN3
	aa070750
	110103
	2.54
	RNA polymerase I transcription factor RRN3

	RSC1A1
	ai302971
	239459
	2.48
	regulatory solute carrier protein, family 1, member 1

	RTN1
	L10335
	99947
	9.37
	reticulon 1

	rxra
	NM_002957
	288688
	3.56
	retinoid X receptor, alpha

	RXRB
	AL031228
	79372
	3.59
	retinoid X receptor, beta

	RY1
	aw168122
	54649
	2.49
	putative nucleic acid binding protein RY-1

	S100A2
	aa593636
	38991
	2.90
	S100 calcium-binding protein A2

	S100B
	AV701741
	93384
	3.83
	S100 calcium-binding protein, beta (neural)

	SAD1
	aa758748
	12477
	2.58
	SnRNP assembly defective 1 homolog

	SAM68
	aa134537
	119537
	2.10
	GAP-associated tyrosine phosphoprotein p62 (Sam68)

	SCNN1G
	l36592
	3112
	2.27
	sodium channel, nonvoltage-gated 1, gamma

	SCYA13
	u46767
	11383
	2.38
	small inducible cytokine subfamily A (Cys-Cys), member 13

	SEC24D
	NM_014822
	19822
	3.54
	SEC24 (S. cerevisiae) related gene family, member D

	SEMA3C
	ab000220
	171921
	2.17
	sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3C

	SERpINF2
	J02654
	159509
	9.90
	serine (or cysteine) proteinase inhibitor, clade F (alpha-2 antiplasmin, pigment epithelium derived factor), member 2

	SF3A1
	AU135890
	288883
	3.49
	splicing factor 3a, subunit 1, 120kD

	SFRS3 
	av764472
	167460
	2.81
	splicing factor, arginine/serine-rich 3

	SHMT2
	u23143
	75069
	2.13
	serine hydroxymethyltransferase 2 (mitochondrial)

	SIAT1
	x62822
	2554
	2.13
	sialyltransferase 1 (beta-galactoside alpha-2,6-sialytransferase)

	SIGLEC6
	D86358
	117992
	4.11
	sialic acid binding Ig-like lectin 6

	SLC2A2
	J03810
	167584
	2.51
	solute carrier family 2 (facilitated glucose transporter), member 2

	SLC2A4
	m20747
	95958
	2.48
	solute carrier family 2 (facilitated glucose transporter), member 4

	SLC9A1
	m96067
	170222
	2.69
	solute carrier family 9 (sodium/hydrogen exchanger), isoform 1 (antiporter, Na+/H+, amiloride sensitive

	SLC23A2
	af170911
	136529
	2.02
	solute carrier family 23 (nucleobase transporters), member 2

	SLC24A1
	af026132
	173092
	2.04
	solute carrier family 24 (sodium/potassium/calcium exchanger), member 1

	SLC25A16
	M31569
	180408
	4.32
	solute carrier family 25 (mitochondrial carrier; Graves disease autoantigen), member 16

	SLC6A3
	m95167
	406
	3.11
	solute carrier family 6 (neurotransmitter transporter, dopamine), member 3

	SMS
	be880227
	89718
	2.64
	spermine synthase

	SNAP23
	aw206100
	184376
	2.77
	synaptosomal-associated protein, 23kD

	SNAP91
	aa421284
	12477
	2.58
	KIAA0656 gene product

	SNAPC3
	aa829743
	164915
	2.34
	small nuclear RNA activating complex, polypeptide 3, 50kD

	SNRPE
	x12466
	1066
	2.36
	small nuclear ribonucleoprotein polypeptide E

	sox10
	aa424514
	44317
	3.26
	SRY (sex determining region Y)-box 10

	SPIB
	NM_003121
	192861
	3.91
	Spi-B transcription factor (Spi-1/PU.1 related)

	SPN
	j04168
	80738
	2.62
	sialophorin (gpL115, leukosialin, CD43)

	SPRR3
	AF077374
	139322
	5.89
	small proline-rich protein 3

	SPTA1
	aa703344
	1985
	3.06
	spectrin, alpha, erythrocytic 1 (elliptocytosis 2)

	SRP54
	AI022848
	49346
	6.71
	signal recognition particle 54kD

	ST5
	u15131
	79265
	2.06
	suppression of tumorigenicity 5

	STK15
	NM_003600
	48915
	4.50
	serine/threonine kinase 15

	STXBP3
	d63506
	8813
	2.52
	syntaxin binding protein 3

	SULT1A3
	BE745439
	274614
	2.73
	sulfotransferase family, cytosolic, 1A, phenol-preferring, member 3

	SUPT5H
	AF052165
	70186
	3.53
	suppressor of Ty (S.cerevisiae) 5 homolog

	TACTILE
	nm_005816
	142023
	3.15
	T cell activation, increased late expression

	TADA3L
	ai680546
	158196
	2.42
	transcriptional adaptor 3 (ADA3, yeast homolog)-like (PCAF histone acetylase complex)

	TARBP1
	nm_005646
	151518
	2.48
	TAR (HIV) RNA-binding protein 1

	TARBP2
	M60801
	326
	5.58
	TAR (HIV) RNA-binding protein

	TBCA
	ai375387
	24930
	2.02
	tubulin-specific chaperone a

	TCEAL1
	aw006970
	95243
	2.40
	transcription elongation factor A (SII)-like 1

	TEAD3
	be856144
	203846
	2.38
	TEA domain family member 3

	TED
	NM_015686
	87619
	2.44
	TED protein

	TFAP2C
	AI990857
	61796
	3.68
	transcription factor AP-2 gamma (activating enhancer-binding protein 2 gamma)

	TGFA
	x70340
	170009
	2.04
	transforming growth factor, alpha

	TGN51
	aw627777
	14894
	2.41
	trans-Golgi network protein (46, 48, 51kD isoforms)

	THY1
	ai679251
	125359
	2.35
	Thy-1 cell surface antigen

	TIMP1
	AI342225
	5831
	5.60
	tissue inhibitor of metalloproteinase 1 (erythroid potentiating activity, collagenase inhibitor)

	TM4SF3
	AA620385
	84072
	6.29
	transmembrane 4 superfamily member 3

	TNFSF9
	AI908454
	1524
	2.85
	tumor necrosis factor (ligand) superfamily, member 9

	TNFSF11
	AF019047
	115770
	5.98
	tumor necrosis factor (ligand) superfamily, member

	TNK1
	af097738
	203420
	3.12
	tyrosine kinase, non-receptor, 1

	TNNT1
	aj011712
	73980
	2.45
	troponin T1, skeletal, slow

	TNNT2
	l40162
	89749
	2.44
	troponin T2, cardiac

	TOM
	af026031
	31334
	2.06
	putative mitochondrial outer membrane protein import receptor

	TP53BP2
	AI123916
	44585
	2.24
	tumor protein p53-binding protein, 2

	TPI1
	x69723
	83848
	2.67
	triosephosphate isomerase 1

	TRA1
	AI917911
	82689
	4.36 
	tumor rejection antigen (gp96) 1 

	trb@
	AA311658
	303157
	4.23
	T cell receptor beta locus

	TRD@
	x73617
	2014
	2.72
	T cell receptor delta locus

	TRIP7
	AI264646
	77558
	5.05
	Homo sapiens cDNA FLJ11501 fis, clone HEMBA1002100 42 

	TTC1
	NM_003314
	7733
	4.13
	tetratricopeptide repeat domain 1

	UBE4A
	bf691464
	75275
	2.51
	ubiquitination factor E4A (homologous to yeast UFD2)

	UK114
	bf126383
	18426
	2.17
	translational inhibitor protein p14.5

	UNC119
	af028789
	81728
	2.70
	unc119 (C.elegans) homolog

	ung2
	AK026075
	3041
	2.55
	uracil-DNA glycosylase 2

	ung
	y09008
	78853
	3.44
	uracil-DNA glycosylase

	UROD
	af104432
	78601
	2.14
	uroporphyrinogen decarboxylase

	USP15
	AF153604
	23168
	7.32
	ubiquitin specific protease 15

	VEGFB
	u48801
	78781
	15.64 
	Vascular endothelial growth factor b

	VLDLR
	d16494
	73729
	2.39
	very low density lipoprotein receptor

	VPS33B
	aw249815
	26510
	3.20
	vacuolar protein sorting 33B (yeast homolog)

	WDR3
	af083217
	33085
	2.03
	WD repeat domain 3

	ZF5128
	NM_014347
	60580
	4.86
	zinc finger protein

	ZFP47
	AW958059
	66774
	3.98
	Human zinc finger protein zfp47 (zf47) mRNA, partial cds

	ZNF220
	NM_006766
	82210
	2.66
	zinc finger protein 220

	no symbol
	AI273534
	288150
	6.29
	EST

	no symbol
	AL046564
	157105
	6.87
	ESTs

	no symbol
	N47785
	46762
	5.03
	EST

	no symbol
	N57752
	285564
	4.44
	ESTs

	no symbol
	AA311658
	2003
	4.23
	T cell receptor beta locus

	no symbol
	AA809796
	20274
	4.02
	ESTs

	no symbol
	AI859208
	75621
	3.94
	serine (or cysteine) proteinase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 1

	no symbol
	AA621983
	116051
	3.82
	myeloma overexpressed gene(in a subset of t(11;14) positive multiple myelomas)

	no symbol
	AW969200
	272095
	3.78
	ESTs

	no symbol
	
	1217695 (Clone ID)
	3.75
	Incyte EST

	no symbol
	aw170591
	13967
	3.63
	ESTs, Highly similar to NAALADase L protein [H.sapiens

	no symbol
	
	1260330 (Clone ID)
	3.56
	Incyte EST

	no symbol
	ai25065
	5064
	3.51
	ESTs

	no symbol
	AA425325
	98427
	3.49
	ESTs

	no symbol
	
	3242863 (Clone ID)
	3.36
	Incyte EST

	no symbol
	u79273
	239483
	3.30
	Human clone 23933 mRNA sequence

	no symbol
	AW36469
	288361
	3.29
	Homo sapiens cDNA: FLJ22696 fis, clone HSI11696

	no symbol
	aa768213
	91139
	3.20
	ESTs

	no symbol
	h17304
	31474
	3.16
	ESTs

	no symbol
	be827697
	190703
	3.10
	ATPase, Na+/K+ transporting, alpha 1 polypeptide

	no symbol
	aw592254
	112607
	3.09
	ESTs

	no symbol
	aa649070
	50133
	3.09
	ESTs

	no symbol
	w84331
	12770
	2.98
	Homo sapiens cDNA FLJ11717 fis, clone HEMBA1005241

	no symbol
	al120562
	46472
	2.98
	ESTs

	no symbol
	ai093505
	37616
	2.97
	Human D9 splice variant B mRNA, complete cds

	no symbol
	ai026771
	132804
	2.92
	ESTs

	no symbol
	ai978761
	53631
	2.90
	ESTs, Weakly similar to plenty-of-prolines-101 [M.musculus]

	no symbol
	ai139145
	60088
	2.85
	ESTs

	no symbol
	
	2040657 (Clone ID)
	2.85
	Incyte EST

	no symbol
	be890059
	5636
	2.71
	Homo sapiens clone 23704 mRNA sequence

	no symbol
	ak024695
	22575
	2.70
	Homo sapiens cDNA: FLJ21042 fis, clone CAE11204

	no symbol
	ai333482
	7367
	2.68
	Homo sapiens glucocorticoid receptor AF-1 coactivator-1 mRNA, partial cds

	no symbol
	l38935
	83086
	2.68
	Homo sapiens GT212 mRNA

	no symbol
	aa534229
	91375
	2.67
	Human clone 23614 mRNA sequence

	no symbol
	t30778
	33020
	2.65
	Homo sapiens cDNA FLJ20434 fis, clone KAT03803

	no symbol
	af067420
	283305
	2.63
	Homo sapiens SNC73 protein (SNC73) mRNA, complete cds

	no symbol
	ai767324
	120589
	2.60
	ESTs

	no symbol
	T17161
	6921
	2.60
	ESTs

	no symbol
	aa824285
	144622
	2.59
	ESTs

	no symbol
	ak023489
	88605
	2.58
	Homo sapiens cDNA FLJ13427 fis, clone PLACE1002477

	no symbol
	ak001031
	296286
	2.57
	Homo sapiens cDNA FLJ10169 fis, clone HEMBA1003662, highly similar to TBX2 PROTEIN

	no symbol
	aa134594
	71528
	2.56
	ESTs

	no symbol
	be217926
	27865
	2.51
	Homo sapiens cDNA: FLJ21333 fis, clone COL02535

	no symbol
	ai279868
	94642
	2.51
	ESTs

	no symbol
	aa314429
	82148
	2.48
	hypothetical protein

	no symbol
	u05227
	75270
	2.47
	GTP-binding protein homologous to Saccharomyces cerevisiae SEC4

	no symbol
	N63279
	48752
	2.44
	ESTs

	no symbol
	aw467419
	75854
	2.42
	sulfotransferase family, cytosolic, 1C, member 2

	no symbol
	bf352534
	285196
	2.41
	hypothetical protein PRO1847

	no symbol
	n26306
	11493
	2.40
	Homo sapiens cDNA FLJ13536 fis, clone PLACE1006521

	no symbol
	aa464096
	193482
	2.39
	Homo sapiens cDNA FLJ11903 fis, clone HEMBB1000030

	no symbol
	ak022805
	175681
	2.39
	Homo sapiens cDNA FLJ12743 fis, clone NT2RP2000678

	no symbol
	ai742462
	43213
	2.37
	ESTs, Weakly similar to IEFS_HUMAN TRANSFORMATION-SENSITIVE PROTEIN IEF SSP 3521_ [H.sapiens]

	no symbol
	aa521448
	103845
	2.31
	ESTs, Weakly similar to predicted using Genefinder [C.elegans]

	no symbol
	aa974117
	129078
	2.29
	ESTs

	no symbol
	ai041055
	169911
	2.23
	ESTs

	no symbol
	av661518
	15617
	2.21
	ESTs, Weakly similar to ALU4_HUMAN ALU SUBFAMILY SB2 SEQUENCE CONTAMINATION WARNING ENTRY_ [H.sapiens]

	no symbol
	ac002301
	184507
	2.20
	Homo sapiens Chromosome 16 BAC clone CIT987SK-A-328A3

	no symbol
	af055029
	4988
	2.19
	Homo sapiens clone 24711 mRNA sequence

	no symbol
	ak000838
	284194
	2.06
	hypothetical protein FLJ20831

	no symbol
	be350024
	27160
	2.05
	ESTs

	no symbol
	n21212
	235883
	2.04
	ESTs

	no symbol
	aw071121
	30595
	2.01
	erythroid differentiation and denucleation factor 1

	no symbol
	aa876616
	16979
	2.01
	ESTs


*Die Signalintentsität ergibt sich, in dem die Intensitäten des Arrays mit der aus 8 h behandelten Zellen auf die Intensitäten des Arrays aus unbehandelten Zellen normiert wurde. Es wurden nur solche Gensequenzen in die Tabelle aufgenommen deren Signalintensität mindestens 2fach erhöht war.   

Die Sequenz der 578 Aminosäuren von Dip nach Sequenzierungen des Vollängenkonstruktes und Datenbankvergleichen ist hier abgebildet. Die beiden Epitope gegen die die Antikörperspezifität gerichtet ist, sind gekennzeichnet. Das Epitop des Antikörpers # 49 entspricht den Aminosäuren 2-16 und der Antikörper # 50 ist gegen die Aminosäuren 496-511 gerichtet. Nur Antikörper # 49 wurde benutzt.   
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