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Abb. A.1: Schematische Darstellung und Sequenzierungsstrategie des 8 kb BamHI-Fragments des Klons pPEP8kb-1. 

Identifizierte Leserahmen (A-I) und deren Orientierung sind durch Blockpfeile dargestellt. Die Leserahmen zeigten nach BLAST-Datenbankvergleichen die größten Homologien zu folgenden Proteinen (Aminosäure-Identitäten in %):

(A) D-Prolin Dehydrogenase, P. islandicum, 58%; (B) putativer Ribose ABC-Transporter, P. aerophilum, 49%; (C) hypothetisches Protein, P. aerophilum, 53%; (D) hypothetisches Protein, P. aerophilum, 62%; (E) hypothetisches Protein, S. tokodaii, 42%; (F) hypothetisches Protein, P. aerophilum, 34%; (G) hypothetisches Protein, P. aerophilum, 51%; (H) putative Glycosyltransferase, P. aerophilum, 40%; (I) Trehalose-6-Phosphat Synthase, P. aerophilum, 61%.

Im unteren Teil der Abbildung geben dünne Pfeile den Bereich und die Leserichtung der einzelnen Sequenzierungen an. Ebenfalls dargestellt ist ein Sequenzbereich, der aus dem T. tenax-Genomprojekt bekannt war und zur Komplettierung der Nukleotidsequenz herangezogen wurde (Balken).

GGATCCGCTG GGGCCTAGGC TTGAGGAAGG GCAGTGCATG GGCCAGAGGG CTCTGCTCTA    60

TTTGGACGCA GCGAAGATAG CCACTGAGCT GCTCGCCGAT CGTATGACCA GAGAGTTGGC   120

CGACGCAAAG TTCGTTGAGG CCAGAGCTGT AGAAGTCGCA GGCAGGGAGG TGCGGCTCGA   180

GGGCGGCGGA AAGGTGGAGG GAGACGTAGT CGTAGTCGCG GCGGGGTGGT GGGCGAGGAA   240

GCTGGGGCTG CCCGTGGCCC CACTTAAAGG GTACGGCTTT AGGACTAACG CGAAAGCGTC   300

CGCGACGGTG GCCAACTGGG CTCTGGGGAT CTTTGTAGTG CCGCTGAGCC GTTGGACGAA   360

GATCACAGGG CGCTTCGACC TAGACGGAAC TGAGGACCAC AAGCCGGCGG AGAAGGTGCT   420

TAATGCAGCG AGGGGGTGGC TCGGCTCTTT CGACGTTATA GATATGGCTG TAGGATATAG   480

GCCCTGCACG CCCGACGGGT TCCCCATCGT GGATGTGCTG GGCGGAGTGG TGGTGGCCAC   540

CGGCGCGTGT AGACTCGGCT GGACCTTCGC TCCAGCGTTG GGGAAGAAGG CGGCCGATCT   600

GGCTCTGGGC AGGGAGAAGC CCGGCGCACT TTCGGCGGCT AGATTGAGGT AGGGCGCCCA   660

ACCTTTTCTC TGTCTCTGGC CGTCTGCGCG GCGAGTATAG CCGACGGGCA TGTCCTCTTC   720

CGCTGCTGCG ATGTACGCCT GACAGCTGCG CGGGGGCCTA AAGCGCCCGA AGAGGCGCGG   780

CCGCCAGCAG CGAGGCGGCG GCCGACGCTA TGAGCAATAT ATCCCACTTA GTAAAATAGG   840

GAGGCCTCTT CGGCGAGGCA CTCGAAGCTC CTTTGTCTTA TCTGGACCTC TAGATATTCG   900

GCGTAGTCGA ATATGAACAC CAAGAGGGGT AAAGCCGACT GGAGGACGGC CCTGGGGCCT   960

TTGGCGCCGC GCGCCTTAGC CACAGCCAAT AACGTCTTCA CCTTCGCGCG AGATCACCGA  1020

GGACGCCCTT AAACTTATGG GTATTACCTA GGCCCACTGG CCTTTGACCC CTATTCTCTT  1080

GAGCGCCCAG ACGACTTCGC CCGGGGAGAC CGCGTTGAAG AGCAGGCCTA GGACGGCCAA  1140

GTTTTTGAAG AGCGTCAAAG TGGGGAGCAG CGCCCCCGCG GGCCCAACGA AGGCGGCGAG  1200

GGAGACGAAG GACATAAGAG CGAGGGCCCC CGCCGCGGCC GCGACCTTCC GGTGTAGCGC  1260

CAGCAACGGC GCCAGCCCTA TCGCCGCCTC CCACCCCGCC GGCAGAAGGA GCAGTAGAGC  1320

CAGTTTAGCC AATCCGTACT TCGGCGTCTG CATATCTGGA GACAAAGATT GGGTCGTGGC  1380

TGGCGAACAC CACAGTCCCT CCGTAGGACT TGATGAGCCT CCCGACCCAC TCGGCATACC  1440

TTCTATCTAC GCCGGCCGTC GGCTCGTCGA CGAGGAGGAG CCGCGGCCTC CTCGATAGCT  1500

CCCAGAGCAA CGCCGCGAGC CTCGCCTCGC CCACGGAAAG CGTGAACGGG CTCCTCCCCC  1560

GCTCCACACC CAACGTATCC AACACCAGAG AGGGGGCCCT CCTGAGGTCG GGCGAAGTGA  1620

AGTACATATA GGGGTTCTGA GGCACGTAGC CCGACGGGGG AACAGCCCCT CGTGCCCCTC  1680

AGCTTCACGG CGCCCGCCAG AGCCAGCAGA GTGTAGGTCT TGCCGGAGCC GACTGGGCCG  1740

GTGACTGCGA TCTTCCGCCC GGCCTCCCAA CGCGTGCCCC TTATCTCCAC GCCGCAGCCC  1800

TCTGCATCGT CCAGCCTGGG GAGGGGAGGC TCGCGGCCTC TAACGAAGTA GGGCCCCCAC  1860

CCCCTTCTGG CGCCCTCCTC GATGAGCTCC TCGGCGTCCA CCTCGGTCGC CCGCCCGCCT  1920

TCAACTAGGT AGAATCTATC TGCGTCCAGG AAGAGCTCGA CTCTGTGCTC AGCCACAAGG  1980

ACCGCTCTGC CCTCCTCGGC CAGCCCGAAT ATCTTGTCTC TCACGGCTCT GGCGGCGGCC  2040

GGGTCTAGGA AGGCTGTGGG CTCGTCGAAG ATGACTGAGG CGGCCCCCGA TAGGCGGGCC  2100

AGCTCTACGG CCAACAGCTG TCTCTGGCCC GGCGAGAGCC TCTCTATGGG CGTCTCCGGC  2160

GCGTTTACGC CGTCGCAGGA GACCGTGAGG AGCTCCTCCC GCACCGTGGT GGCTATCAAG  2220

TTGAAGTCCA CGTCCTGGAA GACGAAATAG GGCCTATCCA GCCTTAACGC CCCCTCTCGG  2280

GGCAGGACCC CCGCCATAGC CTTAATTATG GCGGACTTCC CGCCCCCCGT CGGGCCGAAC  2340 

AAGACTGCTA CCTCGCCCTC CTTCACCTCT AGGTCGACGC ACTGGGCCAA CGGCCTGCCG  2400

CCGGCGTATG CAGTGAGGCA TCTGGCGTAG ATCACAGCGC GACGACGTAC GACGCCGCCT  2460

TCACCTCCTC GAGGAGCCTC CTTTCCCTCT CAGAGATGCC GCTCCCTCTA TCTCTCAGCG  2520

ACGTCCCCTC GTAGGCCGAG GCCAGGAACA CCTGCGCCGC GCTGAAGGCC TCCCAGAAGA  2580

GGGAGGGGTC CCCCCTGTGG AAGTAGATTG TCAAGTCGTT GACGGCCAAG ACGGGCGTGG  2640

GGTCGGCCAT ATACCTCTTG AATAACGCCG CAGCCTTTTC GGCGTTCTCA TCGGCGAGCT  2700

TCAGCTCCTC ATCGGGCGAT CTGGCCTCGA GGCGGGGGGC TCTGAACTCG TCCGTCAGAT  2760

ACCGCGGCCG CTCCCTTAGA TACCGCCTAA GCTTAGCGCC GACGCCCATC CGCTCCGGCG  2820

CAAGGTCGAC GACAGTGACC CCCACGCCGA GGGAGACCAT GGCGTCGACC AACGCGGCCA  2880

AGAGCCTCGA CTTCCCCCTC CCTACTTCGC CGACAATTAA AACGCTATAT TTTGCCAAGG  2940

CGCCTCAGAG CGAGGGCTAC GGCGTACGCC GCGGAGGTGC CGATGGCTGT GGAGAGCGCC  3000

CAGCCGGCGG TGACCGGTAT CAGAGCTGCC GCAAACTGGT TCCCCAGGCC GAGGGCCGGC  3060

CCTATTACGT ATACGGAGAG CGGGAGCCCT ATGCCGAGGG TGCCCACTGG CTCGAACCAC  3120

ACGACCCAAG GCCTCCGTTT GAACGCCGTA GAGGCCAGGC CCACCAACAG GGCGCCGGGT  3180

ATGCTCCCGG GGAACGCGAA GATAGTCCCC AGGCCCAACA TCAGCCTTAT TGTAGAGATC  3240

AATATTGCGA CCACCACCGC CCAAGGCCCC AGGACTAGCC CGGCGAGGCC GTTCACAAAG  3300

GATTGCCCTG GGAAGGCCTT GGTGGGACCT ACAGGTATAT TCAGCGGCGC GAGCGCCAGA  3360

CCGAGCCCCG TGAAGACCAC TATGTAGCTC AGCTTCATGG TCCCAGAGGC GTGTTTACTA  3420

TTTATCTTTG AGCTCCTTTA CTTCAATCGA CTCGCCCTCA GCGGCCGCAA AGGCGGAAAT  3480

GTCGGCGGAG AGACATAGGC GGATGAACAG TGCTCCGGGA GCGGCCATAG GTTTGCACAA  3540

CTGAATAGAT CGACCCAAGC CTCCAACGGA GGGCTTTTGC GACGAAAAAT ACGCCGAATT  3600

TTACGCCGTC AAATACGCCG AAAATTACGG CGCAATCCGG AGTACAATTC CCCCTTGAAA  3660

GCGATTTTCA ACTTCCCCCG GTGCGTCCAC CGTGTTAGCT GGCACAGCCT AACACAAGGG  3720

GGGAGTTGTC AGAGGAGGAG TTGAGTTAGG CGCCGTCGGC GTTAACCTGA CATCGACATC  3780

GAAGTTAATA TCATTAGAAT TGAAAATTTA CGGCGTGTGT TAACGGCGTA TCTCCCGCCT  3840 

CATGAGCACT TTGCCCTCTC CGTCGATTAT TTCGACGACT CTGTGGTAGG GGATATATGT  3900

GCCCGACTTC GTCGTGAAGC CTCCCTGGCC TATCTCGTCC ACTTCCGAGA AGTCTATCTT  3960

CGCCACTCCG CCAGGCGACC CTCTGTTCAC GTAGACTATA ACGCCTCTGC CGCCGGTCCA  4020

CTTGAGCTTG TTCAAGAGCG ACCTCATGGG GTTTCCCACG TAGCTACGGT CGTACATTAT  4080

TAAATTATTG GGCCGCTTCT ACGTAAGTTA TTTATATGGG ATGATTTCTC TCGGCGCTCC  4140

GGAGGATTTT TATCCTGGGG CACACGGCGT GCACATGATG GCCTTGGCCC TCAAGGCGGG  4200

ACTCCTCCCG GAGTTCGTGA GGAGCCTCGA CGCAGCCTAC CTCACCGCCA TCGACGTGAG  4260

GCTGAGGAGG CTCTTCGGCA GAGGGCTGGC CGAGTTCGCC GAGGAGGAGC CGGAGGGGCT  4320

GTACGCCGCG CTGGAGAGGG CGGTGGGAAG GCACAACGCG GAGGTCTTCT TCATAATGTT  4380

CTCCAGGTGG CTGGAGAGGA GGGCCAAGAC CGAGAATTGA CTAGCTCAGT CTTTGAACAA  4440

CTAGACCTTT TTTCCGCAAG TCCCAACGCC TCACAGACTA CCTCCGCATC TCCGGCCAGG  4500

AGCACGCCGC TGGCTATCTC TCTGGCGAGC CTGGTGCCCG CCATCCTTCT GAGCTCATCC  4560

ACCGTGTAGA CCCGGGGCTC TAGATCGACG GGGAACGTCG GGTCGAGGAA GTCAGGTATT  4620

CTGTCCATAG GCCTTCTCCC GTCCTCTCTC ACCACTATCA CAACGTCGGC GTCTGAAAAC  4680

GCCGTGTAGT CCCCCCTCGC AAGAGAGCCT ATCAGAACCA CCGCCAGAGC CCCCCGCTCC  4740

ACAGCCCATC TGGCGTACCG GGAAAGCTCC CTAAACACCC TCTCCACATC TAGTCTGAAG  4800

AGCCTCACCG ACATATCTCA CAATCCTCTC TGCTGCGCTG ACGGCGCCCT CCGCATCCCC  4860

CCTGGTGAAG TAGTCCATCG GAGCTCCCTC GGGGTGCGCG TTGGGGTACC TAGACGGTAT  4920

ATAGAATTTG TCGAGCCCCT TCGCCGCATC GACGAGGTCG TCGGGCGGTC GGACGTGCGC  4980

CGGGAGGCCG GCCAGAAGCC TAGAGACGGA GTGGCCCCAC GCCTCCACTC CCAGACATTG  5040

GTAGAGGGCC TTGACTGCCT TCTCCGCGGC TTGATGCGCG GCGAAACACG CCCACTCGTA  5100

GTCTCCAAAC TCCAGAGACC TCCTGGCGTG CTCCAGGTCG CGGAGGGCCT GTCTAAACCA  5160

GTCGCGCGCC CTAGAGACCA CACAGCTGTA TGTATGCCGC TTTTAAAAAA TGTTATGGGG  5220

CCAGCTGGAT TTATCGGCTC AGAAAGAGAT ATGTGCATCC ACCTGTTCAA GCTCCTGATG  5280

CGCGCCTACG ACCCAGCGAG GCTGCAGACG CCTCGGAAGG TGGGCGACGA AGCCTTCCGA  5340

ATCTACGGCG AGGTCTTGAG AGCGCTACAC GAGAGGTTGC GCCGCGGACA ACGCCTCGTG  5400

GCCAAGGAGG AGGTCGAGGG CGATATCCTC GAGAGGTATA GAGGGTTGGC CAGATCGATG  5460

GTCGCCAACG ACATGAGGAG GCTGGGGGTG CTGACGATGG GAGGCGGGGG CAACTGGCAG  5520

GACGACCGGC CAGCCGCCGT GACTCCTCTC GGCGAGTTCG CCGCCAGCTG CGCGGCGCGC  5580

ATTAGAGACG CCGAGGTCCT CGGCGCTGTG CCCTTCTTGT TGTGCAGATT AAGGGACTGG  5640

GGGCTCGACC CCGGGGAGGC CGGCTACTGC CGCTCTATCA AGACCTCGAG GGACCCCCTG  5700

TTCGAGAGAG CTCTCCATTT AGCGGGCGGC CATATATACC TCTGTCTCCC GTACGCTGCG  5760

GAGGTCTCCG TCCTTGCGCT GTAGCGCTAT GGGGGCCGGA CTATCGCGGC TCCGCGTTGC  5820

CGACAGGCCC GGGGCCTCTC GCCGAAGCGG CCGGCGCCCT CGGCGGCGGG CCGAGGGGGG  5880

ACTTCCGCGG GATCTGGAGC TCTACGATGA GGCGACCTCA GCTGTGAACG GGTAGGTCGT  5940

GCCGACCGAC AGCTCCACCT GTCCCCTCAA CGTGGTCCCA GGGGGCGCCC TCACGGGGCA  6000

CTGAGCCCTC ACGACGACCG CTCCCCTGGC CATGGGGAGC GCGCCGCCGC CTGTCCCGTT  6060

TACGTCCACG TGGGAGCACC TCTCGCCCTC GAGAGCGATT GAGGATATCT GTACAACCGG  6120

CGCAGTGCCG GGGTTGAGTG CCGTGAGCAC TAGAGTCCCG TTCTGGTAGT ACGTAGCCGA  6180

GAGTATCGCT AAGTTGGGCA CCGGCCTCAC CAGGCTGGCC CAAGTGGTGT AGATGTACCA  6240

GCCCACCGCC ACCGCTATGG CGACGGTAGC AGCCAGGAGT ATTACGGGCT CCAGCGAGAT  6300

CTGCCCTCGC ATCGTCTCAG ACGGCGCATG CGTTTTAAGG CTTGCGCCCC CGCTCTGTCG  6360

ATGTAGAGGC CAGCGGCCTA AGCCGCCGCA TCTGGGCGGG GCTAATCAAT ATATATTCGC  6420

GCGGCGGGCC CAACATGGGA CTCTTGGAAT ACCTCATCGT CCTGTCTGTC GGCGCTCTCA  6480

TCATGTTGTT GGGCTATGCG GCCGGCAGGC TGGCCAAGTT CCTTCTCTCG GAGATATTCA  6540

GAAGGCTCGG GCTCAACGAC TGGTTCAGAA ACTTCAACAT AGGGAGGGCT ATGTTGAAGT  6600

CCGGCTTCAC CGCCGGGGAC TTCTTCGCCT CTCTGGCCGC TTGGGTGATC TATATCGCCG  6660

CCTTCCTTGC GGCGGGCTCC TATGTGTCGA ACAACTTCGG CTACGCCTAT GTGGCGGCCC  6720

TCTTCGACGA AGTCTTGGCC GTGTACGTCT ACGGCTTTGT GAAGTTCTTC GTGGCGGCCA  6780

TAGTGGGCTT TATAATGGTG GACGGCTTCG TGGAGTACGT CTACAAGGGC GCTGTCTCAA  6840

AGGAGGCGGA GCTCGTGGGA CCTATAGCGG ACTACCTCAG GATAGTGCTC TACCTCGTGG  6900

TGGTCACCTT CGCCCTCCAA CAGGGCGGCA TAGACGTCTT CGATACTGAG CGCCATGCTT  6960

ATGCCTATCG CGTGGGGCCT GGTCGCGGCC ATGGTCGCCG TCGTGATCGC CCGGCTCCTC  7020

AAAAGATGAA CGTAGCTGTA GTGGCGCCGC AGACCTCCCG TTGGAGGGAC GCCGATAGGG  7080

CCGGGGCTCT GTTAGTGAGG GCGCTCAACA GATATGCCAA GGCCTGGCTG ATAACCAGCG  7140

TATACCACGA GGGAGAGCCC GCAGCGGACG AGGAGGTACT GGAGAGGAGT CTGGGCGGCT  7200

ACGTGGCGCT CAAGGAGGAC CCCTCGGGGG TTCCGACAAT CAGAGTACTG AGCCAGAGGT  7260

CTCTGTCAGG AAGCATCTCC CTCAGGAGCT TCCCCTCGAT TTTGAGGAAC ATAGACGACG  7320

TACTGGGCTT CGACGTAGTC GTCGTCCTCT CGAGCTTCTG GAACGGGCCC GAGGAGGTAG  7380

CGCGCTGGGC TGAGGTCAGA AGGTCCCTCG CTGCTCTGGG CGAGGCCAGA GGCGTGACCG  7440

TAGTATACAT ACCGCTGTAT CTGCCGCCTC CGCCGAGCGC CCGGTCCCTC CTGGGCGCCT  7500

CGAAGCTCAT GTGGTGCGCC TTGCACTGCC CCCGCGTGAT CCGCGCTGCA GATTTAGTTG  7560

TGGCAATGAG CGAGGAGGAG GCCGAGGAGC TGTCGCAGTA TAGGCCGCGG AGGATCGCGG  7620

TGGCCCCCAA TTGGATCGAC GAAGAGCTGT TGGCCCGCGC GAGCCGCCCT CCTCCGGGCG  7680

AGCTAGAGGG AGCGGAGGCC GTGGTGGCCT ACGTTGGGCC GCTTGAGGAG GACAAAAACT  7740

TAGAGCTGTT GGCCAAGACG GCCGAGCGGC TCTCCTCGGC GGGCAACATC GTCGTAGCGG  7800

CCGTAGGCGC TGGGGGCGAG GCACAGCGAC TCAAGAGGGC CCGGCCCAAG AACCTCTTGG  7860

TCCTTGAGGA CGTGGAGCCC GAGCCGGTGA TGGCGAAGTC CGCGTTGGGA GTCGACCTCT  7920

CCTCCTACGA GCCGGCGGGC ATTCGCGTGT TGGAGTTCAT GGGCCTGGGA GTGCCCGTCG  7980

CGGTCTCGCA GTACAACCAC GCCTCGAGGT TGGTCAGAGA CGGCGTAGAC GGAGTTAGGC  8040

TCGCCCAACT GGGCGACGCG CCCAGAGTGA TAGAGTCCCT CGTGAGGCGG CTGGATGTGT  8100

TGGCCGAGAT GGGGGCCAAG GCCAAGGAGA GGGCGCCTCA GCTGAGCATC GGGCGCCTCG  8160

CCGAATTAAT TTTAGGGGCA CAACCGTAAA AAGGCGTTCC GTGGGAGGAC AAGTGCGCCT  8220

CATAGTGGTC TCCAACAGAT TGCCCGTCAC TATATCGCCG AGCGGCGAGA TAAGGGAGTC  8280

CGTGGGCGGC CTTGCGACTG CTATGAAGTC CTTCCTCGGC GCCGTGAACG GGGGCAGAGA  8340

GCTGGGCCTC GAGGAGGTCG TCTGGGTCGG CTGGTCAGGC GTGCCCTCGG AGAGGGAGTC  8400

CAACGATCTG AGGGAGCGCC TCAGAGGGAT GGGCCTAGAG CCTGTCCCCC TCTCGTCTGA  8460

GGAGGTCGAG GGGTTCTACG AGGGCTTTTC CAATTCGACT CTCTGGCCGC TCTTCCACGG  8520

CTTCTCGGAG TATGCGACGT ATGAGGAGAA GCACTGGCGC GCCTACAGAG GCGTCAACGA  8580

GAAGTACGCC AAAGCGGTCG TAGCTCTGGC GCGCCCCGGC GACCTAGTGT GGATCC

Abb. A.2:  Nukleotidsequenz des genomischen Klons pPEP8kb-1 (8636 bp). 

Tab. A.1:  Primer, die zur Sequenzierung des Klons pPEP8kb-1 verwendet wurden. 

Die Positionsangaben beziehen sich auf Abb. A.2 (Nummerierung rechts).
Primer
Länge
Sequenz
Position

T3
20 bp
5’-AATTAACCCTCACTAAAGGG-3’
Vektor-Primer

T7
22 bp
5’-GTAATACGACTCACTATAGGGC-3’
Vektor-Primer

8kb-1
17 bp
5’-GGCCACCGGCGCGTGTA-3’
535 ( 551

8kb-2
17 bp
5’-CCAGTTGGGCGAGCCTA-3’
8052 ( 8036

8kb-3
19 bp
5’-GGCGGAGGCGGCAGATACA-3’
7474 ( 7456

8kb-4
19 bp
5’-GCATGGCGCTCAGTATCGA-3’
6958 ( 6940

8kb-5
19 bp
5’-CACTGGCCTTTGACCCCTA-3’
1055 ( 1073

8kb-6
16 bp
5’-TACATCGACAGAGCGG-3’
6365 ( 6350

8kb-7
19 bp
5’-AAGTGAAGTACATATAGGG-3’
1615 ( 1633

8kb-8
17 bp
5’-ACCTCCGCAGCGTACGG-3’
5765 ( 5749

8kb-9b
16 bp
5’-TCCTCCCGCACCGTGG-3’
2194 ( 2209

8kb-10
17 bp
5’-CCGCGACCTGGAGCACG-3’
5143 ( 5127

8kb-11
17 bp
5’-AAGCTTAGCGCCGACGC-3’
2789 ( 2805
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